Pl(28o-293i AlaLeuAspThrAsnTyrCysPheSerSerThrGluLysAsn SEQId'n&Jii 
P2< 284 - 29 7, AanTyrCyaSerSerThrGluLysAsnCysCysValArg SEQ ID NO: 12 

P3 c2e9 -3oi> SerSerThrGluLysAsnCysCysValArgGlnLeuTyrlle SEQIDNO: 13 

P4 ,294.307k CysCysValArgGlnLeuTyrlleAspPheArgLysAspLeu 
„ ' ' H SEQ ID NO: 14 

7 P P5 , 298 . 3ll) GlnLeuTyrlleAapPheArgLysAspLeuGlyTrpLysTrp SEQ ID NQ . 15 

^ P6, 302 _ 3ls , AspPheArgLysAspLeuGlyTrpLysTrpIleHisGluPro SEQ D3 NO: 16 

P7 (30fi _ 31 „ AspLeuGlyTrpLysTrpIleHisGluProLysGlyTyrHis SEQ ID NO: 17 

P8i308-3«» GlyTrpLysTrpIleHisGluProLyaGlyTyrHisAlaAsn S EQIDNO:18 

P9c3X2-325» HeHiaGluProLysGlyTyrHisAlaAsnPheCysLeuGly SEQ ID NO: 19 

P10,„ 6 . 3 „, LysGlyTyrHisAlaAsnPheCysLeuGlyProCysProTyr SEQ ID NO: 20 

Pll |3l> . 333) HiaAlaAsnPheCysLeuGlyProCysProTyrlleTrpSerLeu SE q n) NO: 1 

P12, J22 . 33S , PheCysLeuGlyProCysProTyrlleTrpSerLeuAspThr SEQ ID NO: 2 

P13 02 «. M „ ProCysProTyrlleTrpSerLeuAspThrGlnTyrSerLys SEQ ED NO: 21 

PI 4 , j 3 o-3«j UeTrpSerLeuAspThrGlnTyrSerLysValLeuAlaLeu SE q id NO: 22 

P15 (335 . 3 „, ThrGlnTyrSerLysValLeuAlaLeuTyrAsnGlnHisAsnPro gEQ m NQ . ^ 

P16, 33$>349) GlnTyrSerLysValLeuAlaLeuTyrAsnGlnHisAsnPro SEQ DD NO: 24 

PI? 13*0-3531 ValLeuAlaLeuTyrAanGlnHisAsnProGlyAlaSerAla SEQIDNO 25 

pl 8 (343-358 j I-euTyrAsnGlnHisAsnProGlyAlaSerAlaAlaProCysCys 

, . SEQ ED NO: 26 

P19 (344 _3 5e) TyrAsnGlnHisAsnProGlyAlaSerAlaAlaProCysCys SEQIDNO: 27 

P20 ,348-3601 AsnProGlyAlaSerAlaAlaProCysCyaValProGln §EQ ^ NQ> ^ 

P21,, 50 .„j, GlyAlaSerAlaAlaProCysCysValProGlnAlaLeuGlu SEQ ED NO: 29 

P22,35 4 . 367 , AlaProCysCysValProGlnAlaLeuGluProLeuPrblle *n 

SEQ ID rsvJ * 

p23 (35e-37ii ValProGlnAlaLeuGluProLeuProIleValTyrTyrVal SEQEDNO: 31 

P24, 3t4 _ 377 , ProLeuProlleValTyrTyrValGlyArgLysProLysVal SEQIDNO: 32 
P25 

069-38U ValTyrTyrValGlyArgLysProLysValGluGlnLeuSer SEQ ID NO: 33 

P26 

(372-38S) GlyArgLysProLysValGluGlnLeuSerAsnMetlleVal SEQ ID NO: 34 

p27 (378-39D GluGlnLeuSerAsnMetlieValArgSerCysLysCysSer j§eq jjj N q. 35 



/ 

Page 25, first paragraph, rewrite as follows: 



Peptide Sequence 

P12|«a-333j PheCysLeuGlyProCysProTyrlleTrpSerLeuAspThr SEQ ID NO: 2 

?28„ 320M , PbeCysLeuGlyProCysFroTyrlleTrpSerLeuAspThrGlxiLysVal SE Q H> NO: 36 
LeuAlaLeuTyr 

P29 ononi HisGluProLysGlyTyrHisAlaAsnPheCysLeuGlyProCysProTyr SEQ ID NO: 10 
IlelrpSerLeuAspThr 

P30 PheSerLeuGlyProCysProTyrlleTrpSerLeuAspThr SEQ ID NO: 37 

P31 PheCysLeuGlyProSerProTyrlleTrpSerLeuAspThr SEQ ID NO: 38 

P32 PheSerLeuGlyProSerProTyrlleTrpSerLeuAspThr SEQ ID NO: 39 

P33 PheCysLeuGlyProCysProTyrlleTrpSerAspAspAsp SEO ID NO: 40 

P34 AspAspAspGlyProCyaProTyrlleTrpSerLeuAspThr SEQ ID NO: 41 

P35 AspAspAspGlyProCysProTyrlleTrpSerAspAspAsp SEQ ID NO: 42 

P36 GlyProCysProTyrlleTrpSerAspAspAsp SEQ ID NO: 43 

P37 AspAapAspGlyProCysProTyrlleTrpSer SEQ ID NO: 44 

P3 8 AspGl yPr oCy 5 Pr oTy r 1 1 eTrpSerAsp SEQ ID NO: 45 



RECEIVED 
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Paragraph beginning on page 28 on line 1 and ending on page 3(fflast line, rewrite as 
follows: 



Peptide 



Sequence 



P39 m _ loai 
P40 ( | 0 «_ us , 

^4 1 (109-1201 

P43 



P44 
P45 
P46 
P47 
P48 
P49 



1 (333-344) 

(555*564) 
(343-574» 
(403-614) 
(605-4141 
(707-7UJ 



P50 ( 7 12 -i23l 



(722-7331 
U27-T3II 



PS2 
P53 

P S4 ( 7 3X .742l 

P56 m7 _ 14t , 

P5^|742-7S21 
P58 (747-75U 
P5 9 (761-7751 
P60i7 W _7 W , 

P61 <71l-74S| 
P62 (71C-79QI 
P63<7 U .79 $| 
P64 (784-tOOJ 

P65 arf . t0$l 
P66 U5 , iJ} 
P67 tS0 . M) 
P6B t55 . W j 

P72 



P73 



IB0-94I 



AsnProIleAlaS6rValHi3ThrHisHisLysPro 

ValPheLeuLeuAsnSerProGlnProLeuValTrp 

SerProGlnProLeuValTrpHisLeuLysThrGlu 

ProGlnProLeuValTrpHisLeuLysThrGluArg 

TrpAlaLeuAspAsnGlyTyrArgProValThrSer 

ProlleValProSerValGlnLeuLeuProAspHis 

GlyAapGluGlyGluThrAiaProLeuSerArgAla 

LeuSerArgAlaGlyVaiValValPheAsnCysSer 

LeuPheLeuVal ProSerProGlyValPheSerVal 

LeuValProSerProGlyValPheSerValAlaGlu 

GluLeuThrLeuCysSerArgLysLysGlySerLeu 

SerArgLysLys GlySerLeuLysLeuProArgCys 

SerLeuLysLeuProArgCysValThrProAspAsp 

ArgCysValThrProAspAspAlaCysThrSerLeu 

AspAspAlaCys ThrSerLeuAspAlaThrMetlle 

ThrSerLeuAspAlaThrMetlleTrpThrMetMet ' 

SerLeuAspAlaThrMetlleTrpThrMetMetGln ' 

MetlleTrpThrMetMetGlnAsnLysLysThrPhe 

MetGlnAsnLysXysThrPheThrLysProLeuAia 

ThrPheThrLysProLeuAlaValValLeuGlnVal 

LysGluAsnValProSerThrLysAspSerSerProIlePraPro 

SerThrLysAspSerSerProIleProProProProProGlnile 

SerProlleProProProProProGLnllePheHisGlyLeuAsp 

ProProProGlnllePheHisGlyLeuAspThrLeuTKrValMet 

PheHisGlyLeuAspThrLeuThrValMetGlylleAlaPheAla 

ThrLeuThrValMetGlylleAlaPheALaAlaPheVallleGly 

LeuLeuThrGlyAlaLeuTrpTyrlleTyrSerHis 

LeuMetGluSerPheThrValLeuSerGlyCysAlaSerArgGly 
ThrValLeuSerGlyCysAlaSerArgiSlyThrThrGlyLeuPro 
CysAlaSerArgGlyThrTbrGlyLeuPcoArgGluValHisVal 
ThrThrGlyLeuPiroArgGluValHisValLeuAsnLeuArgSer 
ArgGluValHisValLeuAsriLciiArgSerThrAspGLnGlyPro 
LeuAsnL uArgSerThrAspGlnGlyProGlyGlnArgGlnArg 
ThrAspGlnGlyProGlyGlnArgGlxArgGluValThrLeuHis 
GlyGlnArgGlrxArgGluValThrLeuHisLeuAsnProIleAla 



SEQ ID NO: 46 
SEQ ID NO: 47 
SEQ ID NO: 48 
SEQ ID NO: 49 
SEQ ID NO: 50 
SEQ ID NO: 51 
SEQ ID NO: 52 

SEQ ID NO: 53 
SEQ ID NO: 54 
SEQ ID NO: 55 
SEQ ID NO:56 
SEQ ID NO: 57 
SEQ ID NO: 58 
SEQ ID NO: 59 
SEQ ID NO: 60 
SEQ ID NO: 3 
SEQ ID NO: 61 

SEQ ID NO: 62 
SEQ ID NO: 63 
SEQ ID NO: 64 
SEQ ID NO: 65 
SEQ ID NO: 66 
SEQ ID NO: 67 
SEQ ID NO: 68 
SEQ ID NO: 69 
SEQ ID NO: 70 
SEQ ID NO: 71 
SEQ ID NO: 72 
SEQ ID NO: 73 
SEQ ID NO: 74 
SEQ ID NO: 75 
SEQ ID NO: 76 
SEQ ID NO: 77 
SEQ ID NO: 78 
SEQ ID NO: 79 



P75 (90*104) 
P76(9 W q 9) 

P77 (l0 o-ii4) 
P78 a o5.iui 
P79(uo-ij4i 

P8 1(120-1341 
P82 (12S-139) 
P83 (130*1441 
PB4 (135*149) 

P85| U0 .i 54 | 
P86 ( ii S .i5sj 
P87(i so -if«) 
P88 ci3»*i«») 

P8 9 (140-174) 

P90a<5-nf) 

P92 (ii5.it») 
P93 



P94 
P95 
P96 



(110*194) 
(185-1591 



(190-201) 



(l 95-20 9 f 



P9 7 {200*214) 
P99 (210-224) 

P100 W5 _„ 9) 

Pi 01 (220-234) 
P102 (225-239) 
PI 03 (230*244) 
P104 (235-249) 
P105 ( 240-2S4) 
P110 (245-279) 
P111 (2 70-2I41 
PI 12 (275-2991 
P113 ( 2| 0 _294) 
PI 14 (285-299) 

P115, m _ 3(M) 



GluValThrLeuHisLeuAsnProIleAlaSerValHisThrHis 
LeuAsnProIleAlaSerValHisThrHisHisLysProIleVal 
SerValHisThrHisHisLysProIleValPheLeuLeuAsnSer 
HisLysProIleValPheLeuLeuAsnSerProGlnProLeuVal 
PheLeuLeuAsnSerProGlnProLeuValTrpHisLeuLysThr 
ProGlnProLeuValTrpHisLeuLyaThrGluArgLeuAlaAla 
TrpHisLeuLysThrGluArgLeuAlaAlaGlyValProArgLeu 
ArgLeuAlaAlaGlyValProArgLeuPheLeuValSerGluGly 
GlyValProArgLeuPheLeuValSerGluGlySerValValGln 
PheLeuValSerGluGlySerValValGlnPheProSerGlyAsn 
GlySerValValGlnPheProSerGlyAsnPheSerLeuThrAla 
PheProSerGlyAsnPheSerLeuThrAlaGluThrGluGluArg 
PheSerLeuThrAlaGlUThrGluGluArgAsnPheProGlnGlu 
GluThrGluGluArgAsnPheProGlnGluAsnGluHisLeuVal 
AsnPheProGlnGluAsnGluHisLeuValArgTrpAlaGlnLys 
AsnGluHisLeuValArgTrpAlaGlnLysGluTyrGlyAlaVal 
ArgTrpAlaGlnLysGluTyrGlyAlaValThrSerPheThrGlu 
Gl uTy r Gl yAlaValThr Se r PheThrGluLeuLys 1 1 e Al aAr g 
ThrSerPheThrGluLeuLysIl«sAlaArgAsnIleTyrIleLys 
LeuLysIleAlaArgAsnlleTyrlleLysValGlyGluAspGln 
AsnlleTyrlleLysValGlyGluAspGlnValPheProProThr 
ValGlyGluAspGlnValPheProProThrCysAsnlleGlyLys 
ValPheProProThrCysAsnlleGlyLysAsnPheLeuSerLeu 
CysAsnlleGlyLysAsnPheLeuSerLeuAsnTyrLeuAlaGlu 
AsnPheLeuSerLeuAanTyrLeuAlaGluTyrLeuGlnProLys 
AsnTyrLeuAlaGluTyrLeuGlnProLysAlaAlaGluGlyCys 
TyrLeuGlnProLysAlaAlaGluGlyCysValLeuProSerGln 
AlaAlaGluGlyCysValLeuProSerGlnProHisGluLysGlu 
ValLeuProSerGlnProHisGluLysGluValHlsIlelleGlu 
ProHlsGluLysGluValHisIlelleGluLeuIleThrProSer 
ValHisIlelleGluLeuIleThrProSerSerAsnProTyrSer 
LeulleThrProSerSerAsnProTyrSerAlaPheGlnValAsp 
AspProGluValValLyaAsnLeuValLeuIleLeuLysCysLys 
LysAsnLeuValLeuIleLeuLysCysLysLysSerValAsnTrp 
IleLeuLysCysLysLysSerValAsnTrpVallleLysSerPhe 
LysSerValAsnTrpVallleLysSerPheAspValLysGlyAsn 
VallleLysSerPheAspValLysGlyAsnLeuLysVallleAla 
AspValLysGlyAsnLeuLysVallleAlaProAsnSerlleGly 



SEQ ID NO: 80 
SEQ ID NO: 81 
SEQ ID NO: 82 

SEQ ID NO: 83 
SEQ ID NO: 84 
SEQ ID NO: 85 
SEQ ID NO: 86 
SEQ ID NO: 87 
SEQ ID NO: 88 
SEQ ID NO: 89 
SEQ ID NO: 90 
SEQ ID NO: 91 
SEQ ID NO: 92 
SEQ ID NO: 93 
SEQ ID NO: 94 
SEQ ID NO: 95 
SEQ ID NO: 96 
SEQ ID NO: 97 
SEQ ID NO: 98 
SEQ ID NO: 99 
SEQ ID NO: 100 
SEQ ID NO: 101 

SEQ ID NO: 102 
SEQ ID NO: 103 
SEQ ID NO: 104 
SEQ ID NO: 105 
SEQ ID NO: 106 
SEQ ED NO: 107 
SEQ ID NO: 108 

SEQ ID NO: 109 
SEQ ID NO: 110 

SEQ ID NO: 111 
SEQ ID NO: 115 

SEQ ID NO : 116 
SEQ ID NO: 117 
SEQ ID NO: 118 
SEQ ID NO: 119 
SEQ ID NO: 120 * 
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P106 m5 .„ >( 

P107,3} 0 . 3 H) 

P108 

P109 (2<0 . Z74) 

Pll6 U |5O0SI 

Pll7 ( j 00 . 31 «, 

PI 18 (305-315) 
P119|3 10 .324I 

P12 1 1320-3941 
P122 (335.33*1 

P123 ( 330O44| 

PI 2 4 ,335.34,, 

PI 2 5 1340*354| 
P12 6 (345-339) 
P127(3 50 . 3<4) 

P128|3 SS . 3C9 , 

P130 (3{S')7>1 
P131 (370-314) 

P132 



P133 
P134 
P135 



(37J-3I9) 
(310-394) 
(305-399) 
1390-404) 



* ^ P136 



P137 



P138 



ut5-«e»i 



(40S-41S) 



SerAsnProTyrSerAlaPheGlnValAspIlelleValAspIle 

MaPheGlnValAspIlelleValAsplleArgProAlaGlnGlu 

IlelleValAspIleArgProAlaGlnGluAspProGluValVal 

ArgProAlaGlnGluAspProGluValValLysAsnLeuValLeu 

LeuLysVallleAlaProAsnSerlleGlyPheGlyLysGluSer 

ProAsnSerlleGlyPheGlyLysGluSerGluArgSerMetThr 

PheGlyLysGluSerGluArgSerMetThrMetThrLysLeuVal 

GluArgSerMetThrMetThrLyaLeuValArgAspAspllePro 

MetThrLysLeuValArgAspAspIleProSerThrGlnGluAsn 

ArgAspAspIleProSerThrGlnGluAsnLeuMetLysTrpAla 

SerThrGlnGluAsnLeuMetLysTrpAlaLeuAspAsnGlyTyr 

LeuMetLysTrpAlaLeuAspAsnGlyTyrArgProValThrSer 

LeuAspAsnGlyTyrArgProVairhrSerTyrThrMetAlaPro 

ArgProValThrSerTyrThrMetAlaProValAlaAsnArgPhe 

TyrThrMetAlaProValAlaAsnArgPheHisLeuArgI.euG.lu 

ValAlaAsnArgPheHisXeuArgLeuGluAsnAsnGluGluMet 

HisLeuArgLeuGluAsnAsnGluGluMecArgAspGluGluVal 

AsnAsnGluGluMetArgAspGluGluValHisThrlleProPro 

ArgAspGluGluValHisThrlleProProGluLeuArglleLeu 

His Thr lie ProPr oGl uleuAr g I 1 eLeuLeuAsp Pr oAspHi s 

GluLeuArglleLeuLeuAspProAspHisProProAlaLeuAsp 

LeuAspProAspHi s ProProAlaLeuAspAsnProLeuPhePro 

ProProAlaLeuAspAsnProLeuPheProGlyGluGlySerPro 

AsnProLeuPheProGlyGluGlySerProAsnGlyGlyLeuPro 

GlyGluGlySerProAsnGlyGlyLeuProPheProPheProAsp 

AsnGlyGlyLeuProPheProPheProAspIleProArgArgGly 

PhePtroPheProAapIleProArgArgGlyTrpLysGluGlyGlu 



SEQ ID NO: 4 
SEQIDNO: 112 

SEQ ID NO: 113 
SEQ ID NO: 114 

SEQ ID NO: 121 
SEQ ID NO: 122 
SEQ ID NO: 123 
SEQ ID NO: 124 
SEQ ID NO: 125 
SEQ ID NO: 126 
SEQ ID NO: 127 
SEQ ID NO : 128 
SEQ ID NO: 129 
SEQ ID NO: 130 
SEQ ID NO: 131 

SEQ ID NO: 132 
SEQ ID NO: 133 
SEQ ID NO: 134 
SEQ ID NO: 135 
SEQ n> NO: 136 
SEQ ID NO: 137 

SEQ DD NO: 138 
SEQ D3 NO: 139 
SEQ ID NO: 140 

SEQIDNO: 141 
SEQ ID NO: 142 
SEQ ID NO: 143 



6. 




Table 5, Peptides derived from modification of peptide 
P54 (peptides P139 to P143) and of the human type III 
10 receptor (peptides P144 and P145) . 



Peptide 



Sequence 



Derivation 



PS4 



IT 11 -TO I 



P139 
P140 
P141 
P142 
P143 

P145 a41 



ThrSerLeuAapAlaThrMetlleTrpThrttetltet 

ThrSerlrauAapAlaThrMetlleTrpAapAopAop 
AApAspAflpAlaThrMetlleTrpThrMetMet 
JUpAlaThrMetlleTrpAap 
ThrSerLeuMetlleTrpThrMetMet 
ThrSerLeuAflpAlaThrTkrMetMet 
TbrSerLeuAspAXaSerlXellCtrpAlaHetMet 
QlnAen 

S e rAo nProTyrSerAl aPheO InValAspI 1 eTlir 
XleAap 



Rat type III 
receptor 



Human type III 
receptor 

Human type III 
receptor 



SEQ ID NO: 3 

SEQ ID NO: 144 

SEQ ID NO: 145 
SEQ ID NO: 146 
SEQ ID NO: 5 
SEQ ID NO: 147 
SEQ ID NO: 6 

SEQ ID NO: 7 
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Paragraph beginning on page 34, line 3 and ending on page 35, line 8, rewrite as 
follows: 



4* 

Peptide 



Sequence 



Origin 



P14 6 (i«.»oi) CyBValAlaValTrpArgLysAanAapGluAenlleThr 

LeuOluThrValCya 
p147 »u4-uj) CyeAapPhealiiLeuIieuLyBLeuAspGlyLyBPheSer 

Val Va lTyr AX »Ly ■ Cy « 
P148 ,u4.uji CysAapPhefiisIleLeuLyoOlxiAspGlyQlnPheArg 

ValCyoHiBAlaGlnCys 
p 149 lll4 . UJ) CysAspXXeKioValLeuLyaGXnAflpGlyPheSerVal 

LeuPheThr Ly s Cy aAap 
P150 1a49.au> OluAlaValLeuIlelieuOlnaiyProProTyrValSer 

TrpLcu 

P151 {ai , 0 „, ValAsnLeuProAspThrArgGinGlyLeuLeuOluOlu 
AlaArg 

P1S2 ,4«,.« s ,> LeuAflpSerLeuSerPheGlnLeuGXyLeuTyrLeuSer 
ProHis 

P153 < 4ai .« MI ProSerlleProGluI/euMetThxGlnLeuAepSerCye 
OlnLeu 

P154 < 4T ,.4,„ MetSerProSerlleProaiilLeuMetThrGlxiL^uAsp 
SerCys 

P155 (X3 _, 4} X*euLeuLeuLeuVaXLeuX*euProThrAspAlaSer 

Pl56 (ao . st) ProThrAapAlaSerVaXSerOXyI«ysProQXnTyr 

P157 (44 . 9t) ThrGluLysGlyCysValLeuLeuSerTyrLe'uAsn 

Pi58 u „. ir9) TyrlleainAspproLyaGlyAonArglXeAlaGln 

p l se *i«*-iT*> TyrlleGlnAspProLyBGlyAanArglleAlaOln 

PheProLeuSerSerGluProPheGXnGlySerTyr 

AsnValSerVaiCyoGlyLeuTyrThrTyxGlyLys 

VaiservaXCy«GXyX*euTyrThrTyrGXyLys Pro 

VaXCyBGlyLeuTyrThrTyrGXyLyBProVal Pro 

isiT*m» Scr 1 1 eCya AxgLy sTyrs e rAspAlaSe r Asp Cya 

PX64 uo . 44e) ProCysGXyBi8ThrOlnThrvaXGlnAXaHi8Tyr 

pl€S <«4-*4j» A0p8erAXaLyaTyrAspVaXOluAflnCyBLeuAIa 

mo-ion OXnProPhePheVaXGluLeuThrMetProTyrSer 
P168 |,„. MII OlnLcualuAlaSerProAlaPheLcuAlaValPro 

<oi ij.t SerVaXGXnLeuGXuAXaSerProAXaPheLeuAXa 

' uTi-iiTi AXaLeuGXuSerGlnGluLeuCysGIyThrGXuVal 

P17X uooi-ioia liysSerLyalXeOlyTyrLeuABnThrGXyTyr 



P159 un . atl1 
PX60 (j4T . aM) 
P161 U4 ,.„ >J 

Pl*3 



P169 
P170. 



Type II receptor 
Fetuin 

Fetuin 

Fetuin 

Endoglin 

Endoglin 

Endoglin 

Endoglin 

Endoglin 

ct-2-Macroglobulin 

a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
cc-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
cc-2-Macroglobulin 

a-2-Macroglob.ulin 



SEQ ID NO: 148 
SEQ ID NO: 149 
SEQ ID NO: 150 
SEQ ID NO: 151 

SEQ ID NO: 8 
SEQ ID NO: 152 

SEQ ID NO: 9 

SEQ ID NO: 153 

SEQ ID NO: 154 

SEQ ID NO: 155 
SEQ ID NO: 156 
SEQ ID NO: 157 
SEQ ID NO: 158 

SEQ ID NO: 158 
SEQ ID NO: 159 
SEQ ID NO: 160 
SEQ ID NO: 161 
SEQ ID NO: 162 
SEQ ID NO: 163 
SEQ ID NO: 164 
SEQ ID NO: 165 

SEQ ID NO: 167 
SEO ID NO: 168 
SEQ ID NO: 169 
SEQ ID NO: 170 
SEQ ID NO: 171 
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P172 Ugn . ltU) IleOlyTyrLeuAanThrGlyTyrOlnArgOlnL^u 
^173 (10O . l07 ,) LysArgLysGluV&lLeuLysSerLeuAsnGluGlu 
P174 !m ,. iaoo VaiaiyHiePheTyrGluProOlnAlaProSerAla 
PI 7 5 (uc> . uaol Thr SerTyr ValLeuLeuAl aTy r Lc uThrOl nAl a 
P17S (1 , n . ia „j TyrValLeuJUeuAlaTyrLeuThrA.laGlnProAla 
P177 , UM .„ f Tl ValAla^euHiflAlaX.euSerLysTyralyAlaAla 
P178 luu . m „ Ty rO 1 yArg As nOlnG lyAs nThr TrpLeuThr Al a 
p1 7 *u«*-aj**» ArgAsnainGlyAcnThrTrpLeuThrAlaPheVal 



a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 
a-2-Macroglobulin 



SEQ ID NO: 172 
SEQ ID NO: 173 

SEQ ID NO: 174 
SEQ ID NO: 175 

SEQ ID NO: 176 
SEQ ID NO: 177 
SEQ ID NO: 178 
SEQ ID NO: 179 



Page 36, first full paragraph, rewrite as follows: 



Peptides 



Table 7. Comparison of the inhibitory activity of 
TGF01, of some peptides, measured by bioassay of 
inhibition of growth of the MV-l-Lu 1 cells (peptide 
concentration 200 fig/ml) with inhibition of the binding 
of TGF01 to its cell receptors measured using flow 

cytometry 2 (peptide concentration 420 ucr/mll . 
Bioassay Cytometry Sequence 
f% inhibition) 1 % Inhibition) 2 



P29 

Pll 
P12 

via 

P54 
P140 
P142 
P106 

P14S 
P144 

P150 

P152 



77.6 

40 

94 

18,2 

97 

-1*7 
70 
40 

21 
80 

64 

45 



92 , 34 Hi»01uProLy»01yTyxHi» 
jQ*AanPheCyaL6uGlyPro 
CysProTyi'ZleTrpSejrlAu 
AspThr 

8 6 HiaAlaAanPheCyaLeuQly 
ProCya proTyxI leTrpSer 

77 PheCy»l*cuaiyProCya Pro 

TyrXleTrpSerLeuAspTfar 
€«5 LetiTyrAanfll nHi •XnPro 

GlyAlaSerAlaJU«ProCy» 
cym 

82 9 3 ThrSerLeuAapXlaThrKet 

IleTxpThrNotMet 
69,8 A^pA»pA0pAlaTiurMctIIe 

TrpThirMetMet: 
72 ThrSexI^aMotlleTrpTl^r 
N«tJtet , 

91 SexftsnProryrSezAlaPha 
GlaValAspXleXleValAap 
lie 

74,35 8ezABaPvoTyrsezAlaPhe 
OlnValAspXleThrlleAsp 

80 ThrSerfceuJUpAlaSerXle 
I leTrpAlaHetMotOlnAan 

73 dluAlaVaXLeuXleZieuGln 
OlyProProTyrValSerTrp 
Leu 

6 8 ' * Leu&spBerLefuSefrPheGln 
tiGuGXyLeuTyxLetiSerPro 
His 
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